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Output per group

BMS: Bio-
molecular Mass Spectrometry and Pro-
teomics; CSC: Chemical and Structural 
Crystallography; CPC: Cellular Protein 
Chemistry; MC: Medicinal Chemistry & 
Chemical Biology; NMR: NMR spec-
troscopy; MBB: Membrane Biochemistry 
& Biophysics; MCR: Timmers Group; 
BOC: former Bio-Organic Chemistry; 
Associated: Associate Members
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NWO

“Caught in the act: a combined magnetic 
resonance – modelling approach to cap-
ture cellular machines at work“

“Com-
bining chemical synthesis and analysis 
to reveal the biology regulated by protein 
glycosylation

Genezing van Taaislijmziekte di-
chtbij

Chaperoning axonal 
transport in neurodegenerative disease“

”Targeting membrane proteins

Personal Grants

“In-
hibiting the highly diverse receptor bind-
ing pocket of  Influenza A Virus using its 
conserved ligand“

“Shrinking 
protein-RNA conformational space with 
artificial intelligence”).

In-cell monitoring of  
membrane proteins at atomic-resolu-
tion

Control-
ling the controller: Regulation of  signals 
that guide stem and cancer cell growth 
and differentiation“

“Molecular Adhesion and 
Interactions in the Nervous system“.

Horizon 2020

Other
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Bijvoet School

Molecular and Cellular Life 
Sciences

Molecular Life Science, 
Graduate School of  Life Sciences

Seminars

2014

2015

2014

2015

Bachelor student programme

Master student programme
Mo-

lecular and Cellular Life Sciences, 

PhD student programme
Molecular Life Science

Courses

PhD students

Molecular Life Science

Summerschool

The Utre-
cht Summer School, 
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Figure: Illustration of the distribution of microtubule minus ends labeled with CAMSAP2 and 
microtubule plus ends labeled with EB1 in Hela cells (the two microtubule end markers are 
shown in green, microtubules in red). A scheme illustrating the accumulation of CAMSAP2 
and EB1 at the two dynamic microtubule ends is shown below.

Anna Akhmanova studied biochemistry 
and molecular biology at the Moscow 
State University. She received her PhD 
in 1997 at the University of  Nijmegen. 
She worked as a post-doc at the Depart-
ment of  Microbiology and Evolutionary 
Biology at the University of  Nijmegen 
and at the Department of  Cell Biology 
at the Erasmus Medical Center in Rot-
terdam. In 2001, she has started her own 
research group at the Department of  Cell 
Biology at the Erasmus Medical Center. 
Since 2011, Anna Akhmanova is profes-
sor of  Cell Biology at Utrecht Universi-
ty. Anna Akhmanova is a recipient of  the 
ALW Vernieuwingsimpuls VIDI (2001) 
and VICI awards (2007), and an ERC 
Synergy grant (2013). She is a member 
of  the European Molecular Biology Or-
ganization (EMBO), the Royal Neth-
erlands Academy of  Arts and Sciences 
(KNAW) and the Chair of  the board of  
the Netherlands Society for Microscopy.

Contact

Selected publications
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and Proteomics

Maarten Altelaar studied analytical 
chemistry at the Vrije Universiteit (VU) 
in Amsterdam, where he received his 
Masters degree in July 2002. In May 
2002 he started a PhD under at the 
FOM-Institute for Atomic and Mo-
lecular Physics (AMOLF). Topic of  his 
research was the development of  meth-
odology for imaging mass spectrometry, 
mapping biomolecular distributions di-
rectly from single cell and tissue surfaces. 
In March 2007 he received his PhD after 
which he joined the Biomolecular Mass 
Spectrometry and Proteomics group at 
the University of  Utrecht. Here the fo-
cus of  his research switched to more 
proteomics based techniques, with the 
emphasis on quantitation, electron trans-
fer dissociation (ETD) and cancer and 
neuroproteomics. Maarten is currently 
appointed as associate professor at the 
Utrecht University and in 2013 received 
an NWO VIDI award on a proposal 
named Network Medicine; Quantifying 
Proteome Wide Crosstalk, aimed at the 
development of  proteomics methodology 
for the quantitative analysis of  protein-
protein interactions, PTMs and protein 
signaling networks in the face of  their 
interconnectivity, in BRAF mutant mel-
anoma drug resistance.

Contact

Selected publications

Figure: Integrated proteomics and genomics analysis revealed ROCK1 as potential co-
target in BRAF mutant melanoma.
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Marc Baldus

Marc Baldus obtained his Ph.D. from 
ETH Zürich in 1996 and worked as 
postdoctoral research associate at MIT, 
Cambridge/USA. (1997-1999). After 
a university Lecturership at the Leiden 
Institute of  Chemistry, he became group 
leader at the Max-Planck-Institute for 
Biophysical Chemistry in Göttingen in 
2000. He returned to the Netherlands 
to become full Professor of  Structural 
Biology (2008) at Utrecht University 
and has been heading its NMR section 
since 2010. He received the Founders 
Medal of  the International Council on 
Magnetic Resonance in Biological Sys-
tems (ICMRBS) in 2006, the EBSA 
prize of  the Association of  the Euro-
pean Biophysical Societies (2007) and 
the Günther Laukien Prize (2014).  He 
acquired NWO VICI and NWO-groot 
(2010) funding as well as an NWO 
Top-punt grant (2015, with A. Bon-
vin) to conduct NMR-based research at 
the interface of  structural and cellular 
biology. Since 2012, he coordinates the 
NWO Roadmap project uNMR-NL to 
set up a 1.2 GHz NMR facility for the 
Netherlands. Phase 1 of  this project, 
i.e., installation of  a 950 MHz NMR 
in Utrecht, was completed in November 
2015. Since April 2016, he is scientific 
director of  the Bijvoet Center.

Contact

Selected publications

Figure: NMR zooms in on atomic scale on a large, cell-embedded protein complex (T4SScc) 
that bacteria use to secrete molecules. Orange and red balls show structural elements identi-

obtained outside the cell environment.
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Celia Berkers studied chemistry at Utre-
cht University, where she graduated cum 
laude in 2003. She started her PhD at 
the Harvard Medical School in Boston 
and continued her research at the Neth-
erlands Cancer Institute in Amsterdam. 
Berkers received her PhD degree with 
honors in 2010 and was awarded the 
Antoni van Leeuwenhoek Prize 2010 for 
most promising young scientist. She then 
moved to the Beatson Institute for Can-
cer Research in Glasgow, where she did a 
post-doc in the laboratory of  Prof. Karen 
Vousden, supported by a Rubicon fellow-
ship from NWO. In 2013, Dr Berkers 
joined the Biomolecular Mass Spectrom-
etry and Proteomics Department at 
Utrecht University as an independent 
group leader and was awarded a VENI 
grant from NWO-CW. In 2014, she was 
awarded the Heineken Young Scientists 
Award for Biochemistry and Biophysics 
by the Royal Netherlands Academy of  
Arts and Sciences. 

Contact

Selected publications

Figure: Autoimmune diseases and cancer are characterized by unbalanced levels of im-
mune cells. By studying primary human T-cell populations using an LC/MS-based metabo-

may be exploited for therapy. 

and Proteomics
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Rolf Boelens

Rolf  Boelens studied physical chem-
istry at the University of  Gronin-
gen (Netherlands) and completed his 
Ph.D. in the Department of  Bio-
chemistry of  the University of  Am-
sterdam. For a postdoc he went to 
the NMR group of  Robert Kaptein. 
Currently he is professor of  biomo- 
lecular NMR spectroscopy and head 
of  the Department of  Chemistry. 
He is director of  the European high-
resolution NMR facility at Utrecht 
University and coordinates the Eu-
ropean program iNEXT, a Research 
Infrastructure for NMR, EM and X-
rays for Translational research. His 
research interests are biomolecular 
recognition, dynamics and function 
with on an emphasis on transcription 
and DNA repair involved in DNA 
transcription and DNA repair. This 
research is complemented by develop-
ing methods for biomolecular NMR. 
His research has resulted in over 340 
publications.

Contact

Selected publications

Figure:
(HhH)2 heterodimers. Part of the interaction interface of wildtype (B) and F231L mutant 

F321L mutant complex.

A

B C
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Alexandre Bonvin (1964) studied 
Chemistry at Lausanne University, 
Switzerland and obtained his PhD at 
Utrecht University in the Netherlands 
(1993). After two post-doc periods at 
Yale University (USA) and the ETHZ 
(CH) he joined Utrecht University in 
1998 where he was appointed full pro-
fessor of  computational structural bi-
ology in 2009. In 2006, he received a 
prestigious VICI grant from the Dutch 
Research Council. He has coordinated 
the WeNMR e-Infrastructure project, 
is participating to several H2020 EU 
projects (West-Life VRE, BioExcel, 
INDIGO-Datacloud) and is leading 
the MoBrain Competence Center under 
EGI-Engage. Research in his group 
focuses on the development of  reliable 
bioinformatics and computational ap-
proaches to predict, model and dissect 
biomolecular interactions at atomic 
level. His work has resulted in over 180 
peer-reviewed publications. 

Contact

Selected publications
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Geert-Jan Boons was recruited in 2014 
to Utrecht University from the Complex 
Carbohydrate research Center (UGA, 
USA) where he was the UGA Founda-
tion Distinguished Professor in Bio-
chemical Sciences. At Utrecht University, 
he is Professor and Chair of  the Depart-
ment of  Biological Chemistry & Drug 
Discovery and is tasked to build a world 
leading department focused on chemical 
glycoscience. He has published ~245 ar-
ticles, many of  which have appeared in 
leading journals, resulting in an h-index 
of  52. He has received many awards and 
visiting professorships for contributions 
to glycoscience, and examples include the 
Claude S. Hudson Award by the Divi-
sion of  Carbohydrate Chemistry of  the 
American Chemical Society (2015), and 
the Arthur C. Cope Career Scholars 
Award by the American Chemical Soci-
ety (2016). He is a Steering Committee 
Member of  Consortium for Functional 
Glycomics (CFG), and group leader for 
the glycan synthesis and glycan micro-
array subgroup of  the CFG. Recently, 
he was awarded a prestigious TOP-
PUNT grant from NWO.

Contact

Selected publications
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Since 2000 Ineke Braakman chairs Cel-
lular Protein Chemistry. Her research
focuses on protein folding, molecular 
chaperones, cell stress, and organelle bio-
genesis and maintenance, at the interface 
of  Chemistry, Biology, and Medicine. 
After a PhD in Pharmacology in Gro-
ningen, she did a post-doc in Molecular 
Cell Biology at Yale University, and 
started her group on a Fellowship from 
the Royal Netherlands Academy of  Arts 
and Sciences in Amsterdam. She has been 
thesis advisor for 36 PhD students, de-
livered >200 invited seminars, (co)or-
ganized 9 international meetings, and 
presently is member of  the ‘Sectorplan 
Committee’  for Chemistry and Physics, 
chair of  the Program Committee of  
CHAINS2016, EMBO member, and 
she is the only European member of  
the 10-member North-American Cystic 
Fibrosis Foundation Consortium on 
Folding and Trafficking. Past member-
ships include the International Advisory 
Board of  the IIMCB in Warsaw (2006-
15), ‘Commissie Dijkgraaf ’  (2013), the 
Board of  the NWO Chemistry Council 
(2006-12), the ‘College voor Promoties’  
(2009-12), the ‘Regiegroep Chemie’  
(2009-11), the Board of  Chemistry in 
Utrecht (2003-06, 2012-13), and count-
less evaluation panels and juries.

Contact

Selected publications

TMD1 
TMD2 

NBD1 NBD2 

Figure: 

R region in grey, and the membrane-spanning domains TMD1 and TMD2 partially in the 

quantities were plotted for a selection of disease-causing TMD1 and NBD1 mutants, includ-
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Eefjan Breukink received his PhD (in 
1994) at Utrecht University. After post-
doctoral research at Oxford University 
with Prof. A. Watts, he returned to Utre-
cht University, and joined the Depart-
ment of  Biochemistry of  membranes of  
the Utrecht University faculty of  Chem-
istry first as post-doc and since 2003 as 
faculty member. His research focuses on 
the bacterial cell wall synthesis pathway, 
determination of  the mode of  action of  
antibiotics and finding novel antibiotics 
in fungal extracts via smart screening 
techniques. He has participated in EU 
Networks, and (co-)authored over 100 
peer-reviewed publications. Since Feb-
ruary 2015 he is appointed as Director 
of  education of  the Bachelor Chemistry 
program.

Contact

Selected publications

Figure: Top: primary structure of pep5, with the lanthionine residues in red, the beta-methyl 
lanthionine residue in blue, the dehydrobutyrine residues in green and the N-terminal 2-ox-
obutyryl group in yellow. Bottom: EM picture of staphylococcal cells treated with pep5 (left) 
or untreated (right).
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Gert Folkers did his PhD in the group 
of  Paul van der Saag at the Nether-
lands Institute for developmental biology 
in Utrecht. In this group he worked from 
1991 until 1998 on the transcription 
regulation by retinoid receptors. From 
februari 1998 he started as a postdoc in 
the group of  prof. Rob Kaptein, to setup 
a laboratory for the expression and puri-
fication of  proteins and to biochemically 
characterize proteins
for which the structure has been estab-
lished. In February 2005 his position 
was tenured and from January 2006 he 
is appointed as associate professor in the 
NMR spectroscopy section of  the Science 
Faculty of  the Utrecht University.

Contact

Selected publications
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Friedrich Förster

Friedrich Förster (b. 1975) is newly ap-
pointed full Professor for Cryo-Electron 
Microscopy at the Bijvoet Center since 
early 2016. His group focuses on the 
structural characterization of  mem-
brane-associated and processes and those 
carried out by transient soluble assemblies. 
The work includes both development of  
computational methods (e.g., cryo subto-
mogram analysis, integrative modelling) 
and experimental studies of  transloca-
tion of  nascent mammalian proteins 
into the Endoplasmic Reticulum and 
their maturation as well as intracellular 
protein degradation. Förster published 
around 70 articles in international jour-
nals. These publications have been cited 
almost 5,000 times and his h-index is 
33. He has received a Human Frontiers 
Career Development award in 2009. In 
recent years, his group has developed and 
applied a computational methodology to 
visualize native membrane proteins at 
subnanometer resolution, for example re-
vealing the most detailed insights into the 
mammalian N-glycosylation machinery 
to date.

Contact

Selected publications

Figure: Subtomogram analysis applied to the ER-associated mammalian ribosome. A: 
Principle of subtomogram analysis. A tomogram of a ribosome-studded microsome is re-
constructed from projections. Particles (ribosomes) are detected using automated methods 

populations of particles. B: Architecture of the major complexes constituting the native trans-
locon (protein-conducting channel Sec61, TRAP complex, and oligosaccharyl transferase 
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Willie Geerts

Willie Geerts obtained his HBO degree 
in 1978, graduated in Biology in Utre-
cht (1991) and received his PhD degree 
(1996) at the Medical faculty of  the 
University of  Amsterdam in the depart-
ments of  Anatomy (Prof. Lamers) and 
Histology (Prof. van Noorden). In 2000 
he started as a Post-doc assigned by FEI 
and later by the European Network of  
Excellence in the department of  Electron 
Microscopy under Prof. Verkleij where 
he got a permanent position as assistant 
professor in 2006. He is specialized in 
3D electron microscopical reconstruction 
methods. He coordinate the EM courses 
from the Biomolecular Imaging depart-
ment and since 2010 he is the managing 
director of  the Institute of  Biomem-
branes.

Contact

Selected publications

Figure: Typical example of a 3D model reconstructed from tomographic slides.
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Piet Gros

Piet Gros (1962) heads the laboratory of  
Crystal and Structural Chemistry. With 
his research team, he studies bio-molecu-
lar recognition and regulation processes 
of  human plasma proteins and receptors, 
in particular in the area of  infection 
and immunity. We apply molecular biol-
ogy, biochemical and biophysical meth-
ods including protein crystallography 
and cryo-EM to resolve the molecular 
mechanisms underlying the key regula-
tory processes. Moreover, the method of  
ensemble refinement of  crystallographic 
data is developed in his group. Piet Gros 
received an ERC Advanced Grant in 
2008, was awarded the Spinoza prize 
2010 by the Netherlands Organisation 
for Scientific Research (NWO), is a 
member of  the Royal Academy of  The 
Netherlands (KNAW, 2010) and of  the 
European Molecular Biology Organiza-
tion (EMBO, 2013) and was knighted 
in the Order of  the Netherlands Lion 
(2013). 

Contact

Selected publications

Figure: Reconstructed cryo-EM tomograms (top left) reveal stages of MAC pore formation 

cone-shaped MAC pore in a lipid bilayer (Sharp et al. Cell Reports 2016).
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Proteomics

and Proteomics

Albert Heck (1964) heads the Biomolecu-
lar Mass Spectrometry and Proteomics 
group. Heck is scientific director of  the 
Netherlands Proteomics Centre, and PI 
of  the NWO supported national road-
map facility Proteins@Work. In 2001 he 
was recipient of  the Golden Medal of  
the Dutch Royal Chemical Society. Heck 
received numerous awards; the Descartes-
Huygens Award from the Ministere 
de l’education nationale [2010], the 
Life Science Award of  the German 
Mass Spectrometry Society [2013], the 
HUPO Discovery Award in Yokohama 
[2013], the EuPA Pioneer in Proteom-
ics Award in Madrid [2014] and ACS 
Franklin & Field Award for Outstand-
ing Achievements in Mass Spectrometry 
in San Diego [2016]. In 2010 he was 
guest-professor at the ETH Zurich. In 
2013 he became PI of  the Gravitation 
program Institute for Chemical Immu-
nology. Heck has currently published 
more than 500 papers in internationally 
reviewed journals.

Contact

Selected publications

Figure: Cross-linking mass spectrometry 
-

semblies. However, cross-linking could not yet be used on whole proteomes, due to the sample 
complexity, escalating the size of the databases to be used to identify the cross-links. Fan Liu in 

lysates. Our approach is based on the application of a MS-cleavable cross-linker, sequential CID 

-
lar cross-linking MS dataset. Intriguingly, our data revealed new structural information on several 
protein assemblies, captured transient/dynamic and discovered novel protein-protein interactions.
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Casper Hoogenraad

Casper Hoogenraad is head of  the Cell 
Biology division and an expert in Molec-
ular Neuroscience. The primary goal of  
this group is to get better mechanistic un-
derstand of  how cytoskeleton organiza-
tion and intracellular transport underlies 
neuronal development and synapse func-
tion. Dr. Hoogenraad performed his PhD 
research in the field of  Molecular and 
Cellular Biology at the Erasmus Univer-
sity in Rotterdam (The Netherlands). He 
did a post-doc period at the Massachu-
setts Institute of  Technology (MIT) in 
Cambridge (USA) after which he joined 
the Department of  Neuroscience at the 
Erasmus Medical Center in Rotterdam 
(The Netherlands) in 2005 and received 
the European Young Investigators (EU-
RYI) award, Human Frontiers Career 
Development Award (HFSP-CDA) and 
Dutch Innovative research VIDI grant. 
After five years of  having an independ-
ent research group, Dr. Hoogenraad was 
promoted to Full Professor in Cell Biolo-
gy at Utrecht University, and received the 
Dutch Innovative research VICI grant 
and European Research Council (ERC) 
consolidator grant. He is also member 
of  the European Molecular Biology Or-
ganisation (EMBO), Young Academy 
member of  the Dutch Royal Academy 
of  Arts and Sciences (KNAW-DJA) 
and vice-chair of  the Scientific Advisory 
Board of  the Internationale Stichting 
Alzheimer Onderzoek (ISAO).

Contact

Selected publications

Figure: 
The 

microtubule cytoskeleton is a major 
determinant in the establishment 
and maintenance of neuronal polar-
ity. Microtubules provide the struc-
tural basis for neuronal polarization, 
because of their intrinsic properties 
including inherent polarity. Moreo-
ver, the polarized microtubule net-
work also forms the basis for selec-

dendrites. TRIM46 localizes to the 
proximal axonal region, partly over-
lapping with the axon initial segment 
(AIS), and forms closely spaced 
plus-end out microtubule arrays with 
cross-bridges. The axonal microtu-
bules are decorated by tau, whereas 
MAP2 is enriched in the somatoden-
dritic compartment. The microtubule 
minus-end binding protein CAM-

axon, but absent from the AIS. While EB proteins are usually associated with growing MT 
plus ends, they have also been found to bind along the microtubule lattice in the AIS. The 
microtubule organization is indicated as percentages of plus-end out microtubules.
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Eric Huizinga is assistant professor in 
the laboratory of  Crystal and Structural 
Chemistry. He uses protein crystallog-
raphy to study adhesion and signaling 
in haemostasis and immunity. He has a 
keen interest and broad expertise in the 
recombinant expression of  challenging 
proteins. He graduated in Chemistry in 
1989 and received his PhD in Protein 
Crystallography in1994 with prof.dr. 
Wim Hol at the University of  Gronin-
gen. After a postdoc with prof. dr. Jan 
Sixma in the Laboratory of  Thrombo-
sis and Haemostasis (UMC Utrecht), he 
moved to Crystal and Structural Chem-
istry in 2001 where he became assistant 
professor in 2002.

Contact

Selected publications

Eric Huizinga

Figure: virulence factor SSL3 (orange) binds close to the lipopeptide-binding site 
of immune receptor TLR2 (grey) thereby preventing TLR2 dimerization and signaling. Shown 
in sticks is a phosphatidylcholine molecule observed to occupy the lipopeptide binding pock-
et in our crystals.
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Bert Janssen

Bert Janssen obtained his PhD (2007, 
cum laude) in structural biology at Utre-
cht University. During his PhD he ad-
dressed questions central to human im-
munology by solving crystal structures 
of  the large complement component C3 
and its activation products C3b and C3c. 
From 2008 until 2011 he was a postdoc-
toral fellow at the University of  Oxford 
in the lab of  Prof. Yvonne Jones, funded 
by a HFSP fellowship. In Oxford he 
elucidated the molecular mechanism un-
derlying semaphorin-plexin function in 
neuronal connectivity. In July 2011 he 
returned to Utrecht University to start his 
own group to work on molecular signal-
ling processes that are critical for the ho-
meostasis and functioning of  the central 
nervous system. In 2012 he was awarded 
a starting independent researcher grant 
(VIDI) from the Netherlands Organisa-
tion for Scientific Research (NWO) and 
he became a team leader in the Marie 
Curie Initial Training Network “Mani-
Fold”. In 2015 he was awarded an ERC 
Starting Grant to further strengthen his 
research team.

Contact

Selected publication

Figure:
crystallography) we solved the structure of Olfactomedin-1.
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Antoinette Killian is head of  the re-
search group Membrane Biochemistry & 
Biophysics. Her group studies interac-
tions of  lipids with membrane proteins 
and membrane-active compounds by 
combining biochemical and biophysical 
techniques with chemical biology and 
molecular biology tools. Antoinette Kil-
lian received her PhD in 1986 at Utrecht 
University and did a postdoc in Alabama 
and Florida, financed by an NWO sti-
pend. She then returned to Utrecht Uni-
versity, where she became full professor 
in 2002. She spent a sabbatical period 
at the University of  Umeå in Sweden 
in 1993 and In 2013 she was appointed 
visiting professor at the Institute Pierre 
et Marie Curie in Paris. She received 
several awards for her work, including 
the FEBS (Federation of  European 
Biochemical Societies) prize in 1995, an 
honorary doctorate degree at the Uni-
versity of  Umeå in Sweden in the same 
year, the EBSA (European Biophysical 
Societies’  Association)/Avanti award in 
2015, and in 2016 she was named Fel-
low of  the Biophysical Society. She has 
a total of  more than 170 publications in 
refereed journals.

Contact

Selected publications

Figure: Schematic representation of ways of reconstituting membrane proteins in a bilayer 
-

brane proteins from their native environment in the form of native nanodiscs (red arrow)
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Figure: Membrane topology of Opi3p (with the cysteine substitutions made), and structure 
prediction of its C-terminal part based on homology modeling using the known structure of 
isoprenylcysteine carboxyl methyltransferase from M. acetivorans (in grey) with bound S-
adenosyl-homocysteine (SAH).

Toon de Kroon

Toon de Kroon received his PhD cum 
laude (1991) at Utrecht University. After 
post-doctoral research at Stanford Uni-
versity with Harden McConnell funded 
by an NWO-stipend, he returned to 
Utrecht University, and became faculty 
member of  the Department of  Chem-
istry in 1995. His research focuses on 
lipid-protein interactions and their func-
tions in cell biology, and on the regula-
tion of  membrane lipid homeostasis. He 
received an NWO “Jonge Chemici”  fel-
lowship, has participated in several EU-
Networks, and (co-)authored over 80 
peer-reviewed publications.

Contact

Selected publications
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Loes Kroon-Batenburg (1956) works in 
an area in between Structural Biology 
and Material Science at the laboratory 
of  Crystal and Structural Chemistry. 
Her main research project concerns the 
development of  data collection and pro-
cessing techniques for X-ray diffraction. 
The EVAL15 software package is freely 
available to the  academic community. 
Recent developments are towards under-
standing and using diffuse scattering in 
probing internal dynamics in proteins 
and  processing of  X-ray Free Electron 
laser serial femtosecond diffraction data. 
She is member of  the IUCr (Internation-
al Union of  Crystallography) Diffrac-
tion Data Deposition Working Group 
and is member of  the International Pro-
gram Committee for the IUCR2017 in-
ternational meeting in Hyderabad.

Contact

Selected publications

Figure: Partiality distribution of still diffraction data versus the Bragg off-set angle (left) and 
comparison of still and rotation type data (right). The yellow dots indicate the spread in inten-
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Simone Lemeer and Proteomics

Simone Lemeer studied Chemistry at 
Utrecht University. After graduating she 
started a PhD in the Biomolecular Mass 
Spectrometry and Proteomics group of  
Albert Heck. During her PhD project, a 
collaboration between Utrecht University 
and the Hubrecht Institute, she used mass 
spectrometry to study phosphorylation 
and signaling during embryonic develop-
ment in the zebrafish. In 2009 she moved 
to the Proteomics and Bioanalytics group 
of  Bernhard Kuster at the Technical 
University Munich, Germany where she 
became group leader proteomics in 2011. 
Her work in Munich focused on the de-
velopment of  chemical proteomics and 
phosphoproteomics methods and their ap-
plication in cancer research. In January 
2014 she returned to Utrecht, where she 
became assistant professor. In the same 
year she reveiced a NWO VIDI grant. 
Her work focusses on resistance mecha-
nisms in cancer cells studied by chemical 
and phosphoproteomics.

Contact

Selected publications

Figure: -
peptides. For high throughput applications phosphopeptides are directly measured whereas 
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Figure: 
determination. This complex can play an important role in the conversion of cellulosic bio-
mass to chemically useful compounds. See S. Raju, J.T.B.H. Jastrzebski, M. Lutz, L. Witte-
man, J.R. Dethlefsen, P. Fristrup, M.-E. Moret, R.J.M. Klein-Gebbink (2015). Inorg. Chem. 
54, 11031-11036.

Martin Lutz studied chemistry at the 
University of  Konstanz, Germany, and 
received his diploma in 1992. In 1997 
he obtained his Ph.D. degree under the 
supervision of  Gerhard Müller about 
structural chemical investigations on 
complexes of  main group metals (Kon-
stanz, Germany). From 1997-1999 he 
has been a post-doc at Utrecht Univer-
sity in the group of  Crystal and Struc-
tural Chemistry with prof. Anthony L. 
Spek. He continued as a researcher in 
the National Single Crystal X-ray Fa-
cility and since 2009 he is head of  the 
facility.

Contact

Selected publications

Martin Lutz
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Nathaniel Martin

Nathaniel obtained his PhD degree in 
2004 from the University of  Alberta. 
As a PhD student he investigated the 
structures and modes of  action of  bac-
teriocins (bacterially produced antimi-
crobial peptides). After completing his 
studies in Alberta he moved to the Uni-
versity of  California, Berkeley to pursue 
postdoctoral studies. In 2007 Nathaniel 
was awarded an NWO-VENI grant fol-
lowed by an NWO-VIDI grant in 2010 
providing the opportunity to initiate 
his independent research programme at 
Utrecht University. As an associate pro-
fessor in the Chemical Biology & Drug 
Discovery group Nathaniel supervises a 
team of  researchers whose interests in-
volve the development of  new methods 
for the synthesis of  biologically active 
peptides and small molecules. These ap-
proaches are generally applied towards 
developing new (bio)chemical approaches 
for combatting infectious disease and de-
veloping new inhibitors and molecular 
tools with which to study cancer and epi-
genetic processes. 

Contact

Selected publications
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Madelon Maurice

Madelon Maurice graduated in Medi-
cal Biology at the Free University, Am-
sterdam (1993). She earned her PhD in 
1998 at the Department of  Rheuma-
tology, LUMC (Leiden). From 1998 – 
2001, she was a postdoctoral fellow at 
Harvard Medical School, Boston, USA, 
in the lab of  Hidde Ploegh. In 2001, she 
moved back to perform a post-doc in the 
lab of  Hans Clevers, Hubrecht Institute, 
Utrecht. In 2006, she was appointed as 
an assistant professor at the Department 
of  Cell Biology, UMC Utrecht, and be-
came tenured associate professor in 2012. 
Her research focuses on: Molecular mech-
anisms of  Wnt signalling in develop-
ment and cancer. Her work is supported 
by a UU High Potential grant (2006), 
an ERC Starting Grant (2009), an 
ERC Proof  of  Concept Grant (2012) 
and an NWO Vici grant (2015).

Contact

Selected publications

Figure: 

due to defective signal peptide cleavage (right). A decreased number of Lrp6 receptors at 
the cell surface compromises Wnt signal transduction and leads to oligodontia in human 
patients. ER, Endoplasmic Reticulum, PM, plasma membrane 
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Wally Müller obtained his PhD on the 
thesis “Localization of  penicillin bio-
synthesis in Penicillium chrysogenum”  
in 1991 from Utrecht Universiteit (UU). 
Between 1992 – 2000 he worked as a 
post-doc at the UU with Unilever Re-
search (URL) Vlaardingen and with the 
Centraal bureau van Schimmelcultures 
(CBS) Utrecht. From 2001 to 2012 he 
worked as an assistant professor at the 
Department Biology of  the UU with 
DSM-gist Delft and CBS with research 
interests on the subcellular architecture 
in yeast and filamentous fungi. Since 
December 2012 he has been working at 
the Department of  Chemistry, Cryo-
EM group, with professor dr. ir. Hans 
Gerritsen UU and Professor dr. Judith 
Klumperman UMC on an integrated mi-
croscopy project as part of  the STW - 
perspective “Microscopy Valley”  research.

Contact

Selected publications

Figure: In a selected HER2 immuno-gold labelled human breast cancer SKBR3 cell a front 
ditch has been milled with the focused ion beam. After scanning electron microscopy in 
backscatter mode the distribution of the HER2 immuno-gold labelling as bright spots (circles) 
on the cell surface and the intracellular organization with mitochondria (arrows) and a part of 
the nucleus (Nu) can clearly be seen.
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Professor Pieters studied organic chem-
istry at the University of  Groningen, 
the Netherlands (MSc. 1990) where he 
worked with Prof. Ben Feringa and also 
as an exchange student at Trinity Uni-
versity in San Antonio. He completed his 
Ph.D. at MIT with Prof. Julius Rebek 
Jr. in 1995 and was an NWO Talent 
post-doctoral at the ETH-Zürich with 
Prof. Francois Diederich.  After another 
post doctoral stay (University of  Gron-
ingen) he joined Utrecht University as an 
assistant professor in 1998 and obtained 
a fellowship from the Royal Netherlands 
Academy of  Arts and Sciences and co-
ordinated the EU project POLYCARB. 
He became an associate professor in 
2005, obtained a VICI grant in 2008, 
and was promoted to full professor in 
2010. His current research interests at 
the department of  Chemical Biology 
and Drug Discovery are directed towards 
glycodrugs, by studying the interference 
with protein-carbohydrate interactions 
using multivalent systems of  varying 
architectures including those with rigid 
spacers, and using fragment libraries, 
for targets such as viral and bacterial 
adhesion proteins and toxins, galectins 
and glycosidases, Furthermore his group 
uses glyco- and peptide-microarrays in 
chemical biology and drug discovery e.g. 
on O-GlcNAcylation. 

Contact

Selected publications

Roland Pieters
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Holger Rehmann

Figure: Small G-proteins act as molecular switches that cycle between a GDP and a GTP 
bound conformation. Novel G-protein interacting proteins, which are either involved in regu-

on mass spectroscopy. The right panel shows the crystal structure of the small G-protein 
Ral in complex with its regulator Rlf. Features of the crystal lattice are depicted in the insert.

Holger Rehmann studied biochemis-
try at the Ruhr Universität in Bochum, 
Germany, where he obtained his Diplom 
in 1999. He joined the group of  Alfred 
Wittinghofer at the Max-Planck-Insti-
tut für Molekulare Physiology in Dort-
mund, Germany, and defended his Ph.D. 
thesis entitled “Regulation of  Epac by 
cAMP”  at the University of  Utrecht, 
The Netherlands, with distinction in 
2003. He performed postdoctoral work 
in the laboratory of  Johannes L. Bos at 
the University Medical Centre Utrecht, 
where he establish a structural orientated 
research line and where he is appointed 
as Assistant Professor since 2008. He 
obtained the Otto-Hahn-Medaille of  
the Max-Planck-Gesellschaft in 2004 
and the Hendrik Casimir-Karl Ziegler-
Forschungspreis of  the Nordrhein-West-
fälische Akademie der Wissenschaften 
and the Koninklijke Nederlandse Aka-
demie van Wetenschappen in 2007 and 
was veni lauredant in 2007. His research 
interest is the structural understanding 
of  regulatory events occuring in cellular 
singnalling pathways.

Contact

Selected publications
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Stefan Rüdiger graduated in Chemistry 
at Heidelberg University, Germany. Af-
terwards he joined Bernd Bukau’s labo-
ratory and in 2000 he obtained the PhD 
at Freiburg University, Germany. After 
a postdoc in Alan Fersht’s laboratory 
at the Centre for Protein Engineering, 
Cambridge University and MRC Cen-
tre, Cambridge, UK, he became in 2004 
faculty member at the Bijvoet Center of  
Utrecht University, The Netherlands. In 
2006 he received tenure and became Ma-
rie Curie Excellence Team Leader and 
High Potential of  Utrecht University. In 
2012 he became the coordinator of  the 
first ever awarded Marie Curie Innova-
tive Doctoral Programme  in the Life 
Sciences, ManiFold.

Contact

Selected publications

Figure: The substrate binding site of the molecular chaperone extends over a large region of 
the molecule. It consists of hydrophobic patches (yellow) and scattered charges (blue, posi-
tive charges and red, negative charges). Colours according to Hagemans et al., Frontiers 
Biosci. 2015)
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and ProteomicsRichard Scheltema

Richard Scheltema (b. 1975, University 
of  Utrecht, >20 papers, h-index 14, for-
merly MPI for Biochemistry) is an ex-
pert in high performance LC-MS/MS 
technology and pioneered several bioin-
formatics approaches for raw mass spec-
trometry data acquisition, extraction and 
down-stream analysis for both metabo-
lomics and proteomics experiments. Most 
recently he developed a novel chemical 
crosslinking approach by mass spectrom-
etry and an ultra-high throughput inter-
action proteomics LC-MS/MS platform. 
His current focus is on structural biology. 
He has been involved in investigations 
into various facets of  the immune re-
sponse and inflammation. He is currently 
heading an independent group within 
the broader context of  the Heck labo-
ratory working on instrument develop-
ments with a special interest in chemical 
crosslinking mass spectrometry applied 
to membrane proteins and the extra cel-
lular matrix. In 2015 he was awarded 
an UIPS seed grant for the development 
of  novel crosslink chemicals.

Contact

Selected publications

Figure: (A) View of two orientations of the resolution 

Cmr proteins. Molecules are color coded as in Figure 1. The small, unaccounted density is near the 

is shown in an exploded view. Multiple crosslinks between Cmr2 (D2 and D4) and Cmr4 or Cmr5 
demonstrate the close interaction and relative orientation of these subunits. Crosslinks from Cmr3 
to Cmr4 outline a binding epitope for Cmr4. Interprotein links between identical proteins (Cmr4-
Cmr4 and Cmr5-Cmr5) are shown as dashed lines. Only one crosslink was found between Cmr4 
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Marc Timmers

Marc Timmers studied gene regulation 
through a post-doc (1990-1992) in the 
lab of  Phillip Sharp (Nobel laureate 
Medicine 1993) at the MIT and a Ph.D. 
(1985-1990) with Alex van der Eb at 
the Leiden University. He obtained his 
M.Sc. ‘cum laude’  in chemistry at the 
Leiden and Amsterdam (UvA) universi-
ties. In 1992 he started his independent 
research as a KNAW fellow in the Labo-
ratory of  Physiological Chemistry of  
the Utrecht University. Since 2001 Marc 
Timmers is a full professor of  Epigenet-
ics and Gene Regulation at the Universi-
ty Medical Center Utrecht in the depart-
ment of  Molecular Cancer Research of  
the Center for Molecular Medicine.

Contact
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Molecular Cancer Research
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in cel-
lulo

Figure: Fractional Deuteration (Mance et al., Angew. Chem. 2015) allows for the direct de-
tection very well resolved side-chain protons in solid-state NMR.

Markus Weingarth (1982) completed 
his Ph.D in 2010 with Geoffrey Boden-
hausen at the Ecole Normale Supérieure, 
working on NMR pulse sequence devel-
opment.  He then started a post-doc with 
Marc Baldus at Utrecht University, first 
as FEBS fellow (2010) and later on 
with a VENI grant (2012), working 
on supramolecular studies of  membrane 
proteins using solid-state NMR and 
computer simulations. He was awarded 
‘FEBS Young Distinguished Scientist’  
for his post-doc studies (2014). His cur-
rent research, which is supported by a 
VIDI grant (2015), focuses on the de-
velopment of  highly sensitive solid-state 
NMR methods to study challenging bio-
logical systems such as membrane proteins 
in native cellular environments.
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